Sequence Listing was accepted. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp : [year=2010; month=9 ; day=22; hr=13; min=35 ; sec=ll; ms=964 ; ] 



Validated By CRFValidator v 1.0.3 
Application No: 10594266 Version No: 



2.0 



Input Set: 



Output Set: 



Started: 2010-09-14 18:22:07.050 

Finished: 2010-09-14 18:22:12.630 

Elapsed: 0 hr(s) 0 min(s) 5 sec(s) 580 ms 

Total Warnings : 8 

Total Errors: 3 

No. of SeqIDs Defined: 74 
Actual SeqID Count: 7 4 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (67) 

W 213 Artificial or Unknown found in <213> in SEQ ID (68) 

W 213 Artificial or Unknown found in <213> in SEQ ID (69) 

W 213 Artificial or Unknown found in <213> in SEQ ID (70) 

W 213 Artificial or Unknown found in <213> in SEQ ID (71) 

W 213 Artificial or Unknown found in <213> in SEQ ID (72) 

W 213 Artificial or Unknown found in <213> in SEQ ID (73) 

W 213 Artificial or Unknown found in <213> in SEQ ID (74) 

E 257 Invalid sequence data feature in <221> in SEQ ID (74) 

E 257 Invalid sequence data feature in <221> in SEQ ID (74) 

E 257 Invalid sequence data feature in <221> in SEQ ID (74) 



SEQUENCE LISTING 

<110> ICHINOSE, MASAKAZU 
OGAWA, HI ROMAS A 
TOMAKI, MASAFUMI 
UNO, YUMIKO 
FURUSAWA, MAKOTO 
MAT SUMOTO, T AT S UM I 

<120> PREVENTIVE/REMEDY FOR RESPIRATORY DISEASES 

<130> 66314 (46342) 

<140> 10594266 
<141> 2010-09-14 



<150> PCT/JP2005/006444 
<151> 2005-03-25 

<150> JP 2004-092064 
<151> 2004-03-26 

<160> 74 

<170> Patentln version 3.5 

<210> 1 

<211> 816 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgagctgcc acaactgctc cgacccccag gtcctttgca gctccgggca gctgttcctg 60 

cagcccctct gggaccacct gaggagctgg gaggccctcc tacagtcgcc cttcttcccg 120 

gtcatcttct ccatcaccac atacgtgggc ttttgcctgc ccttcgtggt cctggatatc 180 

ctgtgctcct gggtgcccgc cctgcggcgc tacaagatcc accctgactt ctcgccatcc 240 

gcgcagcagc tgctaccttg cctggggcag accctctacc agcatgtgat gtttgtgttc 300 

cccgtgacgc tgctgcattg ggcccgcagc ccggccctcc tgccccacga agctcccgag 360 

ctgctcctgc tgctgcacca catcctgttc tgcctgctac tcttcgacat ggagttcttc 420 

gtgtggcacc tgctgcacca caaggtgccc tggctgtacc gcaccttcca caaggtgcac 480 

caccagaact cgtcctcgtt cgcgctggca acgcagtata tgagcgtctg ggaactgttt 540 

tctttgggct tcttcgacat gatgaacgtc acactgctcg ggtgccaccc gctcaccacc 600 

ctgaccttcc acgtggtcaa catctggctt tccgtggagg accactccgg ctacaacttc 660 

ccttggtcca ctcacagact ggtgcccttc gggtggtacg ggggtgtggt gcaccacgac 720 



ctgcatcact ctcactttaa ctgcaacttc gctccgtact ttacacactg ggacaaaata 780 



ctgggaacgc tgcggactgc atctgtccca gcgcgg 816 



<210> 2 
<211> 272 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Cys His Asn Cys Ser Asp Pro Gin Val Leu Cys Ser Ser Gly 
15 10 15 



Gin Leu Phe Leu Gin Pro Leu Trp Asp His Leu Arg Ser Trp Glu Ala 
20 25 30 



Leu Leu Gin Ser Pro Phe Phe Pro Val lie Phe Ser lie Thr Thr Tyr 
35 40 45 



Val Gly Phe Cys Leu Pro Phe Val Val Leu Asp lie Leu Cys Ser Trp 
50 55 60 



Val Pro Ala Leu Arg Arg Tyr Lys lie His Pro Asp Phe Ser Pro Ser 
65 70 75 80 



Ala Gin Gin Leu Leu Pro Cys Leu Gly Gin Thr Leu Tyr Gin His Val 
85 90 95 



Met Phe Val Phe Pro Val Thr Leu Leu His Trp Ala Arg Ser Pro Ala 
100 105 110 



Leu Leu Pro His Glu Ala Pro Glu Leu Leu Leu Leu Leu His His lie 
115 120 125 



Leu Phe Cys Leu Leu Leu Phe Asp Met Glu Phe Phe Val Trp His Leu 
130 135 140 



Leu His His Lys Val Pro Trp Leu Tyr Arg Thr Phe His Lys Val His 
145 150 155 160 



His Gin Asn Ser Ser Ser Phe Ala Leu Ala Thr Gin Tyr Met Ser Val 
165 170 175 



Trp Glu Leu Phe Ser Leu Gly Phe Phe Asp Met Met Asn Val Thr Leu 
180 185 190 



Leu Gly Cys His Pro Leu Thr Thr Leu Thr Phe His Val Val Asn lie 
195 200 205 



Trp Leu Ser Val Glu Asp His Ser Gly Tyr Asn Phe Pro Trp Ser Thr 

210 215 220 

His Arg Leu Val Pro Phe Gly Trp Tyr Gly Gly Val Val His His Asp 

225 230 235 240 

Leu His His Ser His Phe Asn Cys Asn Phe Ala Pro Tyr Phe Thr His 
245 250 255 

Trp Asp Lys lie Leu Gly Thr Leu Arg Thr Ala Ser Val Pro Ala Arg 



<210> 3 

<211> 924 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atgcccgggc aagaactcag gacgctgaat ggctctcaga tgctcctggt gttgctggtg 60 

ctctcgtggc tgccgcatgg gggcgccctg tctctggccg aggcgagccg cgcaagtttc 120 

ccgggaccct cagagttgca ctccgaagac tccagattcc gagagttgcg gaaacgctac 180 

gaggacctgc taaccaggct gcgggccaac cagagctggg aagattcgaa caccgacctc 240 

gtcccggccc ctgcagtccg gatactcacg ccagaagtgc ggctgggatc cggcggccac 300 

ctgcacctgc gtatctctcg ggccgccctt cctgaggggc tccccgaggc ctcccgcctt 360 

caccgggctc tgttccggct gtccccgacg gcgtcaaggt cgtgggacgt gacacgaccg 420 

ctgcggcgtc agctcagcct tgcaagaccc caggcgcccg cgctgcacct gcgactgtcg 480 

ccgccgccgt cgcagtcgga ccaactgctg gcagaatctt cgtccgcacg gccccagctg 540 

gagttgcact tgcggccgca agccgccagg gggcgccgca gagcgcgtgc gcgcaacggg 600 

gaccactgtc cgctcgggcc cgggcgttgc tgccgtctgc acacggtccg cgcgtcgctg 660 

gaagacctgg gctgggccga ttgggtgctg tcgccacggg aggtgcaagt gaccatgtgc 720 

atcggcgcgt gcccgagcca gttccgggcg gcaaacatgc acgcgcagat caagacgagc 780 

ctgcaccgcc tgaagcccga cacggtgcca gcgccctgct gcgtgcccgc cagctacaat 840 

cccatggtgc tcattcaaaa gaccgacacc ggggtgtcgc tccagaccta tgatgacttg 900 



ttagccaaag actgccactg cata 



924 



<210> 4 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Pro Gly Gin Glu Leu Arg Thr Leu Asn Gly Ser Gin Met Leu Leu 
15 10 15 



Val Leu Leu Val Leu Ser Trp Leu Pro His Gly Gly Ala Leu Ser Leu 

20 25 30 



Ala Glu Ala Ser Arg Ala Ser Phe Pro Gly Pro Ser Glu Leu His Ser 
35 40 45 



Glu Asp Ser Arg Phe Arg Glu Leu Arg Lys Arg Tyr Glu Asp Leu Leu 
50 55 60 



Thr Arg Leu Arg Ala Asn Gin Ser Trp Glu Asp Ser Asn Thr Asp Leu 
65 70 75 80 



Val Pro Ala Pro Ala Val Arg lie Leu Thr Pro Glu Val Arg Leu Gly 
85 90 95 



Ser Gly Gly His Leu His Leu Arg lie Ser Arg Ala Ala Leu Pro Glu 
100 105 110 



Gly Leu Pro Glu Ala Ser Arg Leu His Arg Ala Leu Phe Arg Leu Ser 
115 120 125 



Pro Thr Ala Ser Arg Ser Trp Asp Val Thr Arg Pro Leu Arg Arg Gin 
130 135 140 



Leu Ser Leu Ala Arg Pro Gin Ala Pro Ala Leu His Leu Arg Leu Ser 
145 150 155 160 



Pro Pro Pro Ser Gin Ser Asp Gin Leu Leu Ala Glu Ser Ser Ser Ala 
165 170 175 



Arg Pro Gin Leu Glu Leu His Leu Arg Pro Gin Ala Ala Arg Gly Arg 
180 185 190 



Arg Arg Ala Arg Ala Arg Asn Gly Asp His Cys Pro Leu Gly Pro Gly 
195 200 205 



Arg Cys Cys Arg Leu His Thr Val Arg Ala Ser Leu Glu Asp Leu Gly 
210 215 220 



Trp Ala Asp Trp Val Leu Ser Pro Arg Glu Val Gin Val Thr Met Cys 
225 230 235 240 



lie Gly Ala Cys Pro Ser Gin Phe Arg Ala Ala Asn Met His Ala Gin 
245 250 255 



lie Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr Val Pro Ala Pro 
260 265 270 



Cys Cys Val Pro Ala Ser Tyr Asn Pro Met Val Leu lie Gin Lys Thr 
275 280 285 



Asp Thr Gly Val Ser Leu Gin Thr Tyr Asp Asp Leu Leu Ala Lys Asp 
290 295 300 



Cys His Cys lie 
305 



<210> 5 
<211> 621 
<212> DNA 

<213> Homo sapiens 
<400> 5 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 
cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 120 
cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 
ctccaggaga agctggtgag tgagtgtgcc acctacaagc tgtgccaccc cgaggagctg 240 
gtgctgctcg gacactctct gggcatcccc tgggctcccc tgagcagctg ccccagccag 300 
gccctgcagc tggcaggctg cttgagccaa ctccatagcg gccttttcct ctaccagggg 360 
ctcctgcagg ccctggaagg gatctccccc gagttgggtc ccaccttgga cacactgcag 420 
ctggacgtcg ccgactttgc caccaccatc tggcagcaga tggaagaact gggaatggcc 480 
cctgccctgc agcccaccca gggtgccatg ccggccttcg cctctgcttt ccagcgccgg 540 



gcaggagggg tcctggttgc ctcccatctg cagagcttcc tggaggtgtc gtaccgcgtt 



600 



ctacgccacc ttgcccagcc c 621 



<210> 6 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 



Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 
20 25 30 



Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 



Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 



Leu Val Ser Glu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
65 70 75 80 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
85 90 95 



Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
100 105 110 



Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
115 120 125 



Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
130 135 140 



Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
145 150 155 160 



Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
165 170 175 



Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
180 185 190 



Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 205 



<210> 7 

<211> 696 

<212> DNA 

<213> Homo sapiens 



<400> 7 

atgaaggaga gacgggcccc ccagccagtc gtggccagat gtaagctcgt tctggtcggg 60 

gacgtgcagt gtgggaagac cgcgatgttg caagtgttag cgaaggattg ctatccagag 12 0 

acctatgtgc ccaccgtgtt cgaaaattac acagcctgtt tggagacaga ggaacagagg 180 

gtggagctta gtctctggga tacctcagga tctccctact acgataatgt ccgtccactc 240 

tgctacagcg actcggatgc agtattacta tgttttgaca tcagccgtcc agagacagtg 300 

gacagcgcac tcaagaagtg gaggacagaa atcctagatt attgtcccag cacccgcgtt 360 

ttgctcattg gctgcaagac agacctgcga acagacctga gtactctgat ggagctgtcc 420 

caccagaagc aggcgcccat ctcctatgag cagggttgtg caatagcaaa gcagctgggt 480 

gcagaaatct acctggaagg ctcagctttc acctcagaaa agagcatcca cagcatcttt 540 

cggacggcat ccatgctgtg tctgaacaag cctagcccac tgccccagaa gagccctgtc 600 

cgaagcctct ccaaacgact gctccacctc cccagtcgct ctgaactcat ctcttctacc 660 

ttcaagaagg aaaaggccaa aagctgttcc attatg 696 



<210> 8 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Lys Glu Arg Arg Ala Pro Gin Pro Val Val Ala Arg Cys Lys Leu 
15 10 15 

Val Leu Val Gly Asp Val Gin Cys Gly Lys Thr Ala Met Leu Gin Val 
20 25 30 



Leu Ala Lys Asp Cys Tyr Pro Glu Thr Tyr Val Pro Thr Val Phe Glu 
35 40 45 



Asn Tyr Thr Ala Cys Leu Glu Thr Glu Glu Gin Arg Val Glu Leu Ser 
50 55 60 



Leu Trp Asp Thr Ser Gly Ser Pro Tyr Tyr Asp Asn Val Arg Pro Leu 
65 70 75 80 



Cys Tyr Ser Asp Ser Asp Ala Val Leu Leu Cys Phe Asp lie Ser Arg 
85 90 95 



Pro Glu Thr Val Asp Ser Ala Leu Lys Lys Trp Arg Thr Glu lie Leu 
100 105 110 



Asp Tyr Cys Pro Ser Thr Arg Val Leu Leu lie Gly Cys Lys Thr Asp 
115 120 125 



Leu Arg Thr Asp Leu Ser Thr Leu Met Glu Leu Ser His Gin Lys Gin 
130 135 140 



Ala Pro lie Ser Tyr Glu Gin Gly Cys Ala lie Ala Lys Gin Leu Gly 
145 150 155 160 



Ala Glu lie Tyr Leu Glu Gly Ser Ala Phe Thr Ser Glu Lys Ser lie 
165 170 175 



His Ser lie Phe Arg Thr Ala Ser Met Leu Cys Leu Asn Lys Pro Ser 
180 185 190 



Pro Leu Pro Gin Lys Ser Pro Val Arg Ser Leu Ser Lys Arg Leu Leu 
195 200 205 



His Leu Pro Ser Arg Ser Glu Leu lie Ser Ser Thr Phe Lys Lys Glu 
210 215 220 



Lys Ala Lys Ser Cys Ser lie Met 
225 230 



<210> 9 
<211> 744 
<212> DNA 

<213> Homo sapiens 
<400> 9 

atggagagag ccagtctgat ccagaaggcc aagctggcag agcaggccga acgctatgag 60 
gacatggcag ccttcatgaa aggcgccgtg gagaagggcg aggagctctc ctgcgaagag 120 



cgaaacctgc tctcagtagc ctataagaac gtggtgggcg gccagagggc tgcctggagg 180 



gtgctgtcca gtattgagca gaaaagcaac gaggagggct cggaggagaa ggggcccgag 240 

gtgcgtgagt accgggagaa ggtggagact gagctccagg gcgtgtgcga caccgtgctg 300 

ggcctgctgg acagccacct catcaaggag gccggggacg ccgagagccg ggtcttctac 360 

ctgaagatga agggtgacta ctaccgctac ctggccgagg tggccaccgg tgacgacaag 420 

aagcgcatca ttgactcagc ccggtcagcc taccaggagg ccatggacat cagcaagaag 480 

gagatgccgc ccaccaaccc catccgcctg ggcctggccc tgaacttttc cgtcttccac 540 

tacgagatcg ccaacagccc cgaggaggcc atctctctgg ccaagaccac tttcgacgag 600 

gccatggctg atctgcacac cctcagcgag gactcctaca aagacagcac cctcatcatg 660 

cagctgctgc gagacaacct gacactgtgg acggccgaca acgccgggga agaggggggc 72 0 

gaggctcccc aggagcccca gage 744 



<210> 10 
<211> 248 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Glu Arg Ala Ser Leu lie Gin Lys Ala Lys Leu Ala Glu Gin Ala 
15 10 15 



Glu Arg Tyr Glu Asp Met Ala Ala Phe Met Lys Gly Ala Val Glu Lys 
20 25 30 



Gly Glu Glu Leu Ser Cys Glu Glu Arg Asn Leu Leu Ser Val Ala Tyr 
35 40 45 



Lys Asn Val Val Gly Gly Gin Arg Ala Ala Trp Arg Val Leu Ser Ser 
50 55 60 



lie Glu Gin Lys Ser Asn Glu Glu Gly Ser Glu Glu Lys Gly Pro Glu 
65 70 75 80 



Val Arg Glu Tyr Arg Glu Lys Val Glu Thr Glu Leu Gin Gly Val Cys 
85 90 95 



Asp Thr Val Leu Gly Leu Leu Asp Ser His Leu lie Lys Glu Ala Gly 
100 105 110 



Asp Ala Glu Ser Arg Val Phe Tyr Leu Lys Met Lys Gly Asp Tyr Tyr 



115 



120 



125 



Arg Tyr Leu Ala Glu Val Ala Thr Gly Asp Asp Lys Lys Arg lie lie 
130 135 140 



Asp Ser Ala Arg Ser Ala Tyr Gin Glu Ala Met Asp lie Ser Lys Lys 
145 150 155 160 



Glu Met Pro Pro Thr Asn Pro lie Arg Leu Gly Leu Ala Leu Asn Phe 
165 170 175 



Ser Val Phe His Tyr Glu lie Ala Asn Ser Pro Glu Glu Ala lie Ser 
180 185 190 



Leu Ala Lys Thr Thr Phe Asp Glu Ala Met Ala Asp Leu His Thr Leu 
195 200 205 



Ser Glu Asp Ser Tyr Lys Asp Ser Thr Leu lie Met Gin Leu Leu Arg 
210 215 220 



Asp Asn Leu Thr Leu Trp Thr Ala Asp Asn Ala Gly Glu Glu Gly Gly 

225 230 235 240 



Glu Ala Pro Gin Glu Pro Gin Ser 
245 



<210> 11 

<211> 819 

<212> DNA 

<213> Homo sapiens 



<400> 11 

atgggtcaga aggtcactgg agggatcaag actgtggaca tgagggaccc cacgtacagg 60 

cccctgaagc aggagctcca gggtctggat tactgcaagc ccacccggct ggatctgcta 120 

ctggacatgc cccctgtgtc ctatgatgtc cagctgctgc attcatggaa caacaacgac 180 

cgatcgctca atgtctttgt gaaggaggac gacaagctca tctttcaccg gcatccggtg 240 

gcccagagca cggacgctat caggggcaaa gtcgggtata cccgtgggct gcacgtgtgg 300 

cagatcacgt gggccatgag acagcggggc acacacgccg tggtgggggt ggcgacggca 360 

gacgcccccc tgcactctgt cgggtacaca accctcgtgg ggaataacca cgagtcctgg 420 

ggctgggact tggggcgcaa ccggctctac cacgatggca agaaccagcc aagcaaaaca 480 



tacccagcct ttctggaacc agatgagaca ttcattgtcc ctgactcctt cctggtagcc 540 
ctggacatgg acgacgggac tctgagcttc attgtggatg gacagtacat gggagtggct 600 



